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. pLUG® TA-cloning Vector Kit ( Cat. No. 11041) pLUG®-Multi TA-cloning Vector Kit (Cat. No. 11051) 3
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DCS™ Technology

The false positive colony, which is the main problem encountered in conventional TA-cloning, can be eliminated
almost 99% by DCS™ Technology. DCS™ Technology gives high percentage of true white colonies with

an anticipated recombinant plasmid.
DCS™ Technology excludes the possibility of selection of colonies having a parental plasmid used for
the preparation of TA-cloning vector or a re-circulated plasmid after loss of T-overhang of TA-cloning vector.

. Flow chart of TA-cloning

‘%@ Prepare a ligation-reaction mixture

Incubation at 20°C for Component Volume(ul)
10~15 min (rapid ligation) TA-cloning vector L
PCR product 1~4
Distilled water Adjustto 7

Add competent cells

o 5X Ligation buffer 2
T4 DNA ligase 1
Total volume 10

1 Transformation

@ Blue/White colony selection
o A-cloning Vector Kit ( Cat. No. 11041/ 20rxn)
I Characteristics B 2=

pLUG® TA-cloningVector 20l
= High cloning efficiency & 5X Ligation Buffer 100 pl

T . T4 DNA Ligase 20l
High percentage of true white colony Distilled Water 1ml
(Credible blue/white colony selection)

= Rapid procedure (Rapid ligation ) : 10~15 min

= Allowing convenient sequencing

| pLUG®- MultiTA-cloning Vector Kit ( Cat. No. 11051/ 20rxn)

= Allowing easy re-cloning to another vector ﬁ i —_— pLUG® - MultiTA-cloning Vector 20l
(Mirror-repeat pattern) 5X Ligation Buffer 100 pl
T4 DNA Ligase 20 ul

Distilled Water 1ml

Distributor




